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HAW SEQUENCE LISTING DATE: 12/08/2000 

PATENT APPLICATION: US/09/724,341 TIME : 14:47:41 

input. Set : A:\P1805Rl.txt 

Output Set: N:\CRF3\12082000\I724341.raw 

3 <110> APPLICANT: AVI J. ASHKENAZI 

4 KELLY H. DODGE 

5 IQBAL GREWAL 
ft KYUNG JIN KIM 

7 SCOT A. MARSTEKS 

8 ROBERT M. PT.TT'I 

9 HINHONG YAN 

11 <120> TITLE OF INVENTION: USES OF AGONISTS AND ANTAGONISTS TO MODULATE ACTIVITY 

12 OP TNP- RELATED MOLECULES 
.14 <130> FILE REFERENCE: P1805RL 

W--> 16 <140> CURRENT APPLICATION NUMBER : US/09/724 , 34 1 ■ 
16 <14L> CURRENT FILING DATE: 2000-11.-28 
1ft <150> PRIOR APPLICATION NUMBER: US 60/182,938 
19 <151> PRIOR FILING DATE: 2000-02-16 

21 <150> PRIOR APPLICATION NUMBER: US 60/226,986 

22 <151> PRTOR FILING DATE: 2000-08-22 
24 <150> NUMBER OF SEQ ID MOS : 14 

26 <210> SEQ ID NO: 1. 

27 <211> LENGTH: 137 7 
2ii <2i2> TYPE: DNA 

29 <213> ORGANISM: Homo sapiens 

31 <4 00> SEQUENCE: 1 

32 agcatcctga gtcjat.yagtq gcctgggccg gagcaygcga ggtggccgga 50 
34 gccgtgtyga ccagyagyag cgctt.tccac agggcetgtg gacgyggytg 100 
36 gcLatgagat cctgccccya agagcagtac tgggatcctc tgctgggtac 150 
3EJ ctgcatgtcc tgc;aaaa<;ca Ltt.gcaacca tcagagccay cgcacotgtg 200 
40 cagccttctg oaygtcactc agctgccgca aggagcaagg caagttctat 250 
4 2 gaccatct.cc tgagggactg cat.cagctgt; gcctccatct gtggacagca 300 
44 ccctaagcaa tgtgcatact tctytgagaa caagctcagg agcccagtga 350 
4 5 acctr.ccacc agagctcagg agacagcgya guygayaagt tgaaaacaat 400 
4B Lcagacaact cgygaagyta ccaaggattg yagcacagag gctcagaagc 450 
50 aaytccagct ctcccggggc Lgaagctgag tgeagatcag gtggccctgg 500 
52 tctacagcac grjtgggyctc tycctgtyty ccgtcctctg ctgcttcctg 550 
54 gtggcggtgg ccLgcUxct caagaagagg gyggatccct gctcctgcca COO 
56 yccccgctca agyccccgtc aaagtccggc caagtcttcc caggatcacg 650 
58 cyatygaagc trygcagccct gtgaycacat cccccgagcc aytggayacc 700 
60 tycagct.tcL gcttccctya ytycayyycy cccacgcagy agagcgcagt 750 
62 cacgcctggg acccccgocc ccacttgtgc tggaaggtgg yggtgccaca 800 
64 ccaggaccac agtcctgcag ccttycccac acatcccaya caytgycctt 850 
66 gycaLLytgt gt.gtgcetgc ccaggayygy gycccaggty caLaaaLygy 900 
68 ggtcagggay ggaaaggagg rigyyagayag atgyagagga ggggagagag 950 
70 aaayagaggt ggggagaggy gagayayata tyayyayaya gagacagagg 1000 
72 aggcagaaag ggagagaaac agaggagaca gayngygaya gagagacogn 1050 
74 gggagagaga gacagagyyy aagagaggca gagagggaaa gaggcagaga 1.100 
76 aygaaayaga cagycayaga aggagayagg cagagaggga gagaygcaga 1150 
78 yagygagaga ggcugayaga cagagaggga yagagygaoa gagagagata 1200 
80 gagcaggagg tcygggcact ctgagtccca yttcccagtg cagctgtagg 1250 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/724,341 



DATE: .12/08/2000 
TIME: 14:47:41 



Input; Sot : A:\P1805Rl.txt 

Output Set: N:\CRF3\12082000\I724341.raw 



82 tccjtcatcac ctaaccacac gtycaataaa gtcetcytgc ctgclgctca 1300 
84 caycccccga gagccccf.cc tcctggagaa taaaaccttt ggcagctgcc 1350 
86 cttcctcaaa aaaaaaaaaa aaaaaaa 1377 

88 <210> SEO ID HO: 2 

89 <211> LENGTH: 293 

90 <212> TYPE: PKT 

91 <213> O KG AN. ISM: Homo sapiens 

93 <400> SEQUENCE: 2 

94 Met Ser Gly Leu Gly Arg Ser Arg Arg Gly Cly Arg Ser Arg Va.1 

95 1 5 " 10 15 

97 Asp Gin Glu Glu Arg Phe Pro Gin Gly Leu Trp Thr Giy Val Ala 

98 20 25 30 
100 Met Arg Ser Cys Pro Glu Glu Cln Tyr 'J'rp Asp Pro Leu -Leu Gly 
.101 35 40 45 

103 Thr Cys Met Ser Cys Lys Thr lie Cys Asn His Gin Ser Gin Arg 

104 50 55 60 
10 6 Thr Cys Ala Ala Plie Cys Anj Ser Leu Ser Cys Arg Lys Glu Glu 
107 65 70 75 

109 Gl.y Lys Phe Tyr Asp His Leti Leu Arg Asp Cys lie Ser Cys Ala 

110 80 85 90 
112 Ser lie Cys Gly Gin H.is Pro Lys Gin Cys Ala Tyr Phe Cys Glu 
.113 95 100 105 
.1.15 Asn Lys Leu Arg Ser Pro Va 1. Asn Leu Pro Pro Glu Leu Arg Arg 
116 110 115 120 
118 Gin Arg Ser Gly Glu Val Glu Asn Asn Ser Asp Asn Ser Gly Arg 
U*J 125 130 135 
.1.21 Tyr Gin Gl.y Leu Glu His Arg Gly Ser Glu Ala Ser Pro Ala Leu 
122 " 140 145 150 

124 Pro Gly Leu Lys Leu Ser Ala Asp Gin Val Ala Leu val. Tyr Ser 

125 155 lfaO 165 
127 Thr Lou Gl.y Leu Cys Leu Cys Ala Val. Leu Cys Cys Phe Leu Val 
1.28 170 * .175 180 

130 Ala Val Ala Cys Phe Leu Lys Lys Arg Gly Asp Pro Cys Ser Cys 

131 185 190 195 
133 Gin Pro Arg Ser Arg Pro Arg Gin Ser Pro Ala Lys Ser Ser Gin 
.134 200 205 210 

13 6 Asp His Ala Men Glu Ala Gly Ser Pro Val Ser Thr Ser Pro Glu 
137 215 220 225 

139 Pro Val Glu Thr Cys Ser Phe Cys Phe Pro Glu Cys Arg Ala Pro 

140 230 23 5 24 0 

14 2 Thr Gin Glu Ser: Ala Val Thr Pro Gly Thr Pro Asp Pro Thr Cys 
143 245 250 255 
14 5 Ala Gly Arg Trp Gly Cys His Thr Arg Thr Thr Val Leu Gin Pro 
146 260 265 270 
14 8 Cys Pro His lie Pro Asp Ser Gly Leu Gly lie Val Cys Val Pro 
149 275 280 285 

151 Ala Gin Glu Gly Gly Pro Gly Ala 

152 290 
154 <210> SEO ID NO: 3 
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RAW SEQUENCE LISTING DATE : .12/08/2000 

PATENT APPLICATION: US/09/724,341 TIME: 14:47:41 

Input: SGt : A:\P1805Rl.txt 

Output. Set: N:\CRF3\12082000\l724341.raw 

155 <211> LENGTH: 9 95 

156 <212> TYPE: DHA 

157 <2.13> ORGANTSI-J: Homo sapiens 

159 <400> SEQUENCE: 3 

160 augactcaaa cttayaaact tgaattayat gtggtattca aat.cettacg 50 
162 tgccycgaay acacayaeag cccccgtaay aacccacgaa gcaggcyaag 100 
164 ttcattgttc tcaacattct agctyctctt yct.ycatttg ctctggaatt 150 
16 6 ctLgtagaga tiattactty t ecttccayyc tyttetttct ytayctecct 200 
168 tyttttcttt ttgtgatcat gttgcagatg gctgggcagt gctcccaaaa 250 
170 tgaatatttt gaoagtttyt tycatyctly cataccttgt caaetteyat 300 
L72 gttctt.ct-.aa Lactcctcct ctaacatgLc agcgttattg taatgcaagt 350 
174 gtqaecaatt caytgaaayy aacgaatgcg attctctgga cctytttygy 400 
176 actgagctta ataatttctt tyqeagtttt cytgctaatg tttttgctaa 450 
178 gyaayataag etctyaacca ttaaagyacy agtttaaaaa cacaggatca 500 
180 ggtctcct.gg ycatyqctaa cattyacctg yaaaayagca yyactggtya 550 
182 tqaaattatt cttecgagag gcctcgaqta cacggtggaa gaatgcacct 600 
184 ytgaayaety ear.caayayc aaaccgaagg t;cgacr.ctga ccattgcttt 650 
18t) ccactcccag cLat.ggagga aqgcycaacc at Let: tig tea ccacgaaaac 700 
1.88 gaat.yactat tgcaagagce tgccagctgc tttgagtyct acggagatag 750 
190 agaaatcaat ttctcjetayy taattaaeea tttcqacteg agcagtgcca 800 
192 ctttaaaaat ettttgteay aatagatgat gtgtcagate tctttaggat 850 
:}94 gacr.gtatt.t. ttcagttqcc gatacagctt tt.tytcctct. aactgtggaa 900 
196 actctttaty ttagatatat tr.ctctaggt tactyttygg agcttaatgy 950 
19 8 tayaaacttc cttggtttca Lgattaaayt cttttttttt cctya 9 95 

200 <210> SKQ I'D HO: 4 
20.1 <211> LENGTH: 184 

202 <21.2> TYPE: PRT 

203 <213> ORGANISM: Homo sapiens 
205 <400> SEQUENCE: 4 
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RAW SEQUENCE LISTING DATE: .12/08/2000 

PATENT APPLICATION: US/09/724 r 3 4 1 Tf.ME: 14:47:42 

input; Set : A:\P1805Rl.txt 

Output Set: N:\CRF3\12O8 20O0\I724 341.raw 

236 Glu Glv Ala Thr lie Lou Val Thr Tlir Lys Thr Asn Asp Tyr Cys 

237 * 155 160 165 

239 Lys Ser Leu Pro Ala Ala Leu ser Ala Thr Glu lie Glu Lys Ser 

240 * 170 . 175 180 
24 2 lie Ser Ala Arg 

24 5 <~10> SEQ ID NO : 5 
24 6 <211> LENGTH : 858 

24 7 <22 2> TYPE: DNA 

248 <2.13> ORGANISM: Homo sapiens 

250 <400> SEQUENCE: 5 

251 atygat.yact ceacayaaag ygagcagtca cgccttactt cttgcottaa 50 

25 3 gaaaayayaa gaaatgaaao tgaagyag tg t:g Lttcca t.c ctcccacyga 100 
255 aygaaayccc ctctytccga tectccaaay acggaaagct gctggctgca 150 
257 accr.tgc:tgc tggcactgct gtcttgctgc: ctcaegytgg tgtctttcta 200 
259 ccagqtiyqcc yccctycaag yggacctyyc cagcctccgg yeayayctye 250 
261 agggccacca cgcggagaag ctyccagcag yaycaygaqc ccccaaggcc 300 
263 gycttggagy aagctccagc Lytcsccycg gyactgaaaa Lctttgaacc 350 
265 accagctcea ygagaaggca actccaytca gaacagcaga aataayegty 400 
267 ccgttcaggg tecagaagaa neaytcactc aayacr.gctt gcaaetgatt 450 
269 gcagacagtg aaacaecaac tatacaaaaa ygaticttaca catttgttcc 500 
271 atqgcttctc agctttaaaa gyyyaaytye cctayaayaa aaayagaata 550 
273 aaatatt.ggt caaagaaact: gg ttacfcttt ttatatatgg tcaygUttta 600 
275 tatactyata ayaectacge catgygacat ctaattcaga gyaagaaygt 650 
277 ccatgtctti: ggggatgaat tgagtotigy t yactttyttt cgatgtattc 700 
279 aaaatatgcc Lyaaacacta cccaataatt cetgetattc agctggcatt 750 
281 gcaaaaotgg aagaaggaga Lyaactccaa cttgcaatac caagagaaaa 800 
2B3 tgcacaaata HcacLggatg yagatgtcac attttttgyr. gcattgaaac 850 
285 " tyotgtga 858 

28 7 <210> SEQ ID NO: 6 

288 <211> LENGTH : 285 

28 9 <212> TYPE: PUT 

290 <213> ORGANISM : Homo sapiens 
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RAW SEQUENCE LISTING DATE : .12/08/2000 

PATENT APPLICATION : US/09/724,341 TIME : 14:47:42 



input: Set : A:\Pl805Rl.txt 

Output Set: N:\CRF3\12082OOO\I724341.raw 
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-348 275 280 285 

350 <210> SEQ ID NO: 7 
3 51 <21.1> LENGTH: .134 8 
352<212> TYPE: DMA 
353 <213>. ORGANISM: Homo sapiens 
355 <400> SEQUENCE : 7 

3 56 gytacgaggc tt.cctagayy gactggaacc taattctcct gaygctyagg 50 

338 gagggtqgag ggtctcaagg caacgctggc cccacgacgg agtyccagga 100 

360 gcactaacag tacccttago ttgettt.cct cctccctcct ttttattLtc 150 

362 aagtLccttt: ttatctctcc ttycgtaaca accttcttxc ct.tctgcacc 200 

364 actgccngta cecttacocg ceccyceacc tccttyctac cccaetctty 250 

366 aaaccacagc tyttggeagy gtccccagct catgccagcc tcatctcctt 300 

368 tcttgctagc ccccaaaggg cctccaggca acatgggggg cccagtcaga 3 50 

370 gagccggcac tctcagttgc ecLcfcggttg agttgggggg cagcr.ctggg 400 

372 ggccgtggct tgtgccatgg ctctgctgac ccaacaaaca gagctgcaga 450 
374 gcctcaggag ayaggtgage cggctgcagg yyacaggayg cccctcccag 500 
376 aatqggqaaq gytatcccty gcagagtctc ecggagcaga gttccgaLgc 550 

373 cntqqaagco tyggagaatg gggagagatc ccggaaaagg ayagcagtgc 600 
3B0 tcacccaaaa acagaagaag cagcactctg tcctgcacct ggttcccatt. 650 

382 ancgccacct ccaaggatga ctccgaLgtg noagaggtga ugtggcaacc 700 
384 agctcttagy eytgggagag gectacaggc ccaaygatat gytgtccyaa 750 
386 tccaggatigc tygaytttat cLgctgtata gccaggtcct gtutcaagac 800 

383 yl.yactttea ccatgggtca ygtygtgtct cgagaaggcc aaggaaggca 850 
390 ggagactcta ttccgatgta taagaagtat gccctcccac ccygaccggg 900 
392 cctacaacay ctgctatagc gcaygtgtct tccatUtaca ccaaygggat 950 
394 attcr.qaytg tcataattcc ccgggcaagg gccjaaactta acctctctcc 1000 
396 aeatygaacc ttcctgyggt: tty tgaaact: gtgattgtgt Lataaaaagt 1050 
398 ggetcccagc ttggaayacc agggtgggta catactggag acayceaaga 1100 
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VERIFICATION SUMMARY DATE r .12/08/2000 

PATENT Al'PLI CATTO H: US/09/724,341 TIME: 14:47:43 

nipul: Set : A:\PL805Rl.txt 

Output Set: N:\CHF3\12082000\l724341.raw 

L:16 M'282 W: Numeric field Identifier Hissing, <140> CURRENT APPLICATION NUMBER : is Added. 
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